Conceptual Translation of Human TMEM252

attctcttggagcaagcagggaagcagaggagcagcagggtcagggtgctgggttcctaa

ggtgcaaggatgcagaacagaactggcctcattctctgtgctcttgececctectgatgggt

M O N R T G I L ¢ A L A L L M G
ttcctgatggtctgecctgggggecttecttcatttecctggggeteccatattcgactgtecag
rF L. M V C L G A F F I S W G S I F D C Q

gggagcctgattgcggcctatttgcttectgectectggggtttgtgatccttectgagtgga
G s L I A A Y L L L P L G F Vv I L L s G

attttctggagcaactatcgccaggtgactgaaagcaaaggagtgttgaggcacatgctce
I F W S N Y R @ v T E S K G VvV L R H M L

cgacaacaccttgctcatggggccctgceccecgtggccacagtagacaggccagacttttac
R 0 H L A H G A L P V A T V D R P D F Y

cctccagcttatgaagagagccttgaggtggaaaagcagagctgtcctgcagagagagag
p P A Y E E S L E V E K Q S

gcctctggcattcctccacctcectatatacagagacgggecctggaattccaggatggaaat

gactcccacccagaggccccaccatcttatagagagtccatageccggectggtggtgaca

P P S Y R s I A G L v v T
gcaatctcagaggacgcccagaggcgaggccaagagtgctgaggcagagaaagctctcca
A I S E D A Q R R G Q E C *

gcactcatgatgccaccactgtggggagcagctactgataataaaggcaaacgagggact
gtgggaggaaaagccacaccagggaccccacaagagagcttggggaggggatgacagecce
tgaattccagacataactggccatgccagggcagggcaggccaggggceccctggaagggtyg
tggccaacaccaagcagacatttcagagcattcacactaatcttaaccccggetggectt
gggtccccaaaggtgtcactctgagagctctgecttacagagattctttectgctgtcacte
aatttccctcecceccatcacctcaactccageccagggaggaatagatgectggttgtcaggaca
gccacatgccttcctgttctatatcacctagtaatctcaaagcgaaggtttgttgtttaa
tttattgattgttcagccttttgttttgttagecttgtttecctagttacctccagectgacc
atactaccagagtgaggcagtacttcacatcctgggagatatgccctcggaacccatgaa
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tgttattttgtattattttattttcatgatatgtattttttctatgtaaaaggaaaatga 1200
ctgtaatatttgccttcaagatggttcaaacacaaaatattaaatgagctgtttcttaaa 1260 poly(a) signal
a 1261

Key:
TM1: Transmembrane domain 1
TM2: Transmembrane domain 2
rptla/rptlb: Repeat 1a and Repeat 1b (LI L L. GF)
rpt2a/rpt2b: Repeat 2a and Repeat 2b (PP_Y_ES)
N-myr: N-myristoylation site
Phos: Phosphorylation site
: Disordered region
CK2 phos: Casein kinase 2 phosphorylation site
poly(A) signal: Polyadenylation signal
Bolded: conserved amino acids



